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<160> 8 

<210> 1 

<211> 725 

<212> DNA 

<213> Homo Sapien 

<400> 1 

ccgcgggaac gctgtcctgg ctgccgccac ccgaacagcc tgtcctggtg 50 

ccccggctcc ctgccccgcg cccagtcatg accctgcgcc cctcactcct 100 

cccgctccat ctgctgctgc tgctgctgct cagtgcggcg gtgtgccggg 150 

ctgaggctgg gctcgaaacc gaaagtcccg tccggaccct ccaagtggag 2 00 

accctggtgg agcccccaga accatgtgcc gagcccgctg cttttggaga 250 

cacgcttcac atacactaca cgggaagctt ggtagatgga cgtattattg 3 00 

acacctccct gaccagagac cctctggtta tagaacttgg ccaaaagcag 350 

gtgattccag gtctggagca gagtcttctc gacatgtgtg tgggagagaa 400 

gcgaagggca atcattcctt ctcacttggc ctatggaaaa cggggatttc 450 

caccatctgt cccagcggat gcagtggtgc agtatgacgt ggagctgatt 500 

gcactaatcc gagccaacta ctggctaaag ctggtgaagg gcattttgcc 550 

tctggtaggg atggccatgg tgccagccct cctgggcctc attgggtatc 600 

acctatacag aaaggccaat agacccaaag tctccaaaaa gaagctcaag 650 

gaagagaaac gaaacaagag caaaaagaaa taataaataa taaattttaa 700 

aaaacttaaa aaaaaaaaaa aaaaa 725 

<210> 2 
<211> 1174 



2 



<212> DNA 

<213> Homo Sapien 

<400> 2 



gcggaactgg 


ctccggctgg 


cacctgagga 


gcggcgtgac 


cccgagggcc 


50 


cagggagctg 


cccggctggc 


ctaggcaggc 


agccgcacca 


tggccagcac 


100 


ggccgtgcag 


cttctgggct 


tcctgctcag 


cttcctgggc 


atggtgggca 


150 


cgttgatcac 


caccatcctg 


ccgcactggc 


ggaggacagc 


gcacgtgggc 


200 


accaacatcc 


tcacggccgt 


gtcctacctg 


aaagggctct 


ggatggagtg 


250 


tgtgtggcac 


agcacaggca 


tctaccagtg 


ccagatctac 


cgatccctgc 


300 


tggcgctgcc 


ccaagacctc 


caggctgccc 


gcgccctcat 


ggtcatctcc 


350 


tgcctgctct 


cgggcatagc 


ctgcgcctgc 


gccgtcatcg 


ggatgaagtg 


400 


cacgcgctgc 


gccaagggca 


cacccgccaa 


gaccaccttt 


gccatcctcg 


450 


gcggcaccct 


cttcatcctg 


gccggcctcc 


tgtgcatggt 


ggccgtctcc 


500 


tggaccacca 


acgacgtggt 


gcagaacttc 


tacaacccgc 


tgctgcccag 


550 


cggcatgaag 


tttgagattg 


gccaggccct 


gtacctgggc 


ttcatctcct 


600 


cgtccctctc 


gctcattggt 


ggcaccctgc 


tttgcctgtc 


ctgccaggac 


650 


gaggcaccct 


acaggcccta 


ccaggccccg 


cccagggcca 


ccacgaccac 


700 


tgcaaacacc 


gcacctgcct 


accagccacc 


agctgcctac 


aaagacaatc 


750 


gggccccctc 


agtgacctcg 


gccacgcaca 


gcgggtacag 


gctgaacgac 


800 


tacgtgtgag 


tccccacagc 


ctgcttctcc 


cctgggctgc 


tgtgggctgg 


850 


gtccccggcg 


ggactgtcaa 


tggaggcagg 


ggttccagca 


caaagtttac 


900 


ttctgggcaa 


tttttgtafcc 


caaggaaata 


atgtgaatgc 


gaggaaatgt 


950 


ctttagagca 


cagggacaga 


gggggaaata 


a 9 a 99 a 99 a 9 


aaagctctct 


1000 


ataccaaaga 


ctgaaaaaaa 


aaatcctgtc 


tgtttttgta 


tttattatat 


1050 


atatttatgt 


gggtgatttg 


ataacaagtt 


taatataaag 


tgacttggga 


1100 


gtttggtcag 


tggggttggt 


ttgtgatcca 


ggaataaacc 


ttgcggatgt 


1150 


ggctgtttat 


gaaaaaaaaa 


aaaa 1174 









<210> 3 

<211> 3437 

<212> DNA 

<213> Homo Sapien 

<400> 3 



3 





caggaccagg 


tcttcctacg 


ctggagcagc 


ggggagacag 


ccaccatgca 


50 




catcctcgtg 


gtccatgcca 


tggtgatcct 


gctgacgctg 


ggcccgcctc 


100 




gagccgacga 


cagcgagttc 


caggcgctgc 


tggacatctg 


gtttccggag 


150 




gagaagccac 


tgcccaccgc 


cttcctggtg 


gacacatcgg 


aggaggcgct 


200 




gctgcttcct 


gactggctga 


agctgcgcat 


gatccgttct 


gaggtgctcc 


250 




gcctggtgga 


cgccgccctg 


caggacctgg 


agccgcagca 


gctgctgctg 


300 




ttcgtgcagt 


cgtttggcat 


ccccgtgtcc 


agcatgagca 


aactcctcca 


350 




gttcctggac 


caggcagtgg 


cccacgaccc 


ccagactctg 


gagcagaaca 


400 




tcatggacaa 


gaattacatg 


gcccacctgg 


tggaggtcca 


gcatgagcgc 


450 




ggcgcctccg 


gaggccagac 


tttccactcc 


ttgctcacag 


cctccctgcc 


500 




gccccgccga 


gacagcacag 


aggcacccaa 


accaaagagc 


agcccagagc 


550 




agcccatagg 


ccagggccgg 


attcgggtgg 


ggacccagct 


ccgggtgctg 


600 




ggccctgagg 


acgacctggc 


tggcatgttc 


ctccagattt 


tcccgctcag 


650 




cccggaccct 


cggtggcaga 


gctccagtcc 


ccgccccgtg 


gccctcgccc 


700 


y 


tgcagcaggc 


cctgggccag 


gagctggccc 


gcgtcgtcca 


gggcagcccc 


750 




gaggtgccgg 


gcatcacggt 


gcgtgtcctg 


caggccctcg 


ccaccctgct 


800 




cagctcccca 


cacggcggtg 


ccctggtgat 


gtccatgcac 


cgtagccact 


850 


3 


tcctggcctg 


cccgctgctg 


cgccagctct 


gccagtacca 


gcgctgtgtg 


900 




ccacaggaca 


ccggcttctc 


ctcgctcttc 


ctgaaggtgc 


tcctgcagat 


950 




gctgcagtgg 


ctggacagcc 


ctggcgtgga 


gggcgggccc 


ctgcgggcac 


1000 




agctcaggat 


gcttgccagc 


caggcctcag 


ccgggcgcag 


gctcagtgat 


1050 




gtgcgagggg 


ggctcctgcg 


cctggccgag 


gccctggcct 


tccgtcagga 


1100 




cctggaggtg 


gtcagctcca 


ccgtccgtgc 


cgtcatcgcc 


accctgaggt 


1150 




ctggggagca 


gtgcagcgtg 


gagccggacc 


tgatcagcaa 


agtcctccag 


1200 




gggctgatcg 


aggtgaggtc 


cccccacctg 


gaggagctgc 


tgactgcatt 


1250 




cttctctgcc 


actgcggatg 


ctgcctcccc 


gtttccagcc 


tgtaagcccg 


1300 




ttgtggtggt 


gagctccctg 


ctgctgcagg 


aggaggagcc 


cctggctggg 


1350 




gggaagccgg 


gtgcggacgg 


tggcagcctg 


gaggccgtgc 


ggctggggcc 


1400 




ctcgtcaggc 


ctcctagtgg 


actggctgga 


aatgctggac 


cccgaggtgg 


1450 



4 



tcagcagctg 


ccccgacctg 


cagctcaggc 


tgctcttctc 


ccggaggaag 


1500 


ggcaaaggtc 


aggcccaggt 


gccctcgttc 


cgtccctacc 


tcctgaccct 


1550 


cttcacgcat 


cagtccagct 


ggcccacact 


gcaccagtgc 


atccgagtcc 


1600 


tgctgggcaa 


gagccgggaa 


cagaggttcg 


acccctctgc 


ctctctggac 


1650 


ttcctctggg 


cctgcatcca 


tgttcctcgc 


atctggcagg 


ggcgggacca 


1700 


gcgcaccccg 


cagaagcggc 


gggaggagct 


ggtgctgcgg 


gtccagggcc 


1750 


cggagctcat 


cagcctggtg 


gagctgatcc 


tggccgaggc 


ggagacgcgg 


1800 


agccaggacg 


gggacacagc 


cgcctgcagc 


ctcatccagg 


cccggctgcc 


1850 


cctgctgctc 


agctgctgct 


gtggggacga 


tgagagtgtc 


aggaaggtga 


1900 


cggagcacct 


gtcaggctgc 


atccagcagt 


ggggagacag 


cgtgctggga 


1950 


aggcgctgcc 


gagaccttct 


cctgcagctc 


tacctacagc 


ggccggagct 


2000 


gcgggtgccc 


gtgcctgagg 


tcctactgca 


cagcgaaggg 


gctgccagca 


2050 


gcagcgtctg 


caagctggac 


ggactcatcc 


accgcttcat 


cacgctcctt 


2100 


gcggacacca 


gcgactcccg 


ggcgttggag 


aaccgagggg 


cggatgccag 


2150 


catggcctgc 


cggaagctgg 


cggtggcgca 


cccgctgctg 


ctgctcaggc 


2200 


acctgcccat 


gatcgcggcg 


ctcctgcacg 


gccgcaccca 


cctcaacttc 


2250 


caggagttcc 


ggcagcagaa 


ccacctgagc 


tgcttcctgc 


acgtgctggg 


2300 


cctgctggag 


ctgctgcagc 


cgcacgtgtt 


ccgcagcgag 


caccaggggg 


2350 


cgctgtggga 


ctgccttctg 


tccttcatcc 


gcctgctgct 


gaattacagg 


2400 


aagtcctccc 


gccatctggc 


tgccttcatc 


aacaagtttg 


tgcagttcat 


2450 


ccataagtac 


attacctaca 


atgccccagc 


agccatctcc 


ttcctgcaga 


2500 


agcacgccga 


cccgctccac 


gacctgtcct 


tcgacaacag 


tgacctggtg 


2550 


atgctgaaat 


ccctccttgc 


agggctcagc 


ctgcccagca 


gggacgacag 


2600 


gaccgaccga 


ggcctggacg 


aagagggcga 


ggaggagagc 


tcagccggct 


2650 


ccttgcccct 


ggtcagcgtc 


tccctgttca 


cccctctgac 


cgcggccgag 


2700 


atggccccct 


acatgaaacg 


gctttcccgg 


ggccaaacgg 


tggaggatct 


2750 


gctggaggtt 


ctgagtgaca 


tagacgagat 


gtcccggcgg 


agacccgaga 


2800 


tcctgagctt 


cttctcgacc 


aacctgcagc 


ggctgatgag 


ctcggccgag 


2850 


gagtgttgcc 


gcaacctcgc 


cttcagcctg 


gccctgcgct 


ccatgcagaa 


2900 



cagccccagc 


attgcagccg 


ctttcctgcc 


cacgttcatg 


tactgcctgg 


2950 


gcagccagga 


ctttgaggtg 


gtgcagacgg 


ccctccggaa 


cctgcctgag 


3000 


tacgctctcc 


tgtgccaaga 


gcacgcggct 


gtgctgctcc 


accgggcctt 


3050 


cctggtgggc 


atgtacggcc 


agatggaccc 


cagcgcgcag 


atctccgagg 


3100 


ccctgaggat 


cctgcatatg 


gaggccgtga 


tgtgagcctg 


tggcagccga 


3150 


cccccctcca 


agccccggcc 


cgtcccgtcc 


ccggggatcc 


tcgaggcaaa 


3200 


gcccaggaag 


cgtgggcgtt 


gctggtctgt 


ccgaggaggt 


gagggcgccg 


3250 


agccctgagg 


ccaggcaggc 


ccaggagcaa 


tactccgagc 


cctggggtgg 


3300 


ctccgggccg 


gccgctggca 


tcaggggccg 


tccagcaagc 


cctcattcac 


3350 


cttctgggcc 


acagccctgc 


cgcggagcgg 


cggatccccc 


cgggcatggc 


3400 


ctgggctggt 


tttgaatgaa 


acgacctgaa 


ctgtcaa 3437 




:210> 4 

:211> 1658 

;212> DNA 

:213> Homo Sapien 










;400> 4 
ggaaggcagc 


ggcagctcca 


ctcagccagt 


acccagatac 


gctgggaacc 


50 


ttccccagcc 


atggcttccc 


tggggcagat 


cctcttctgg 


agcataatta 


100 


gcatcatcat 


tattctggct 


ggagcaattg 


cactcatcat 


tggctttggt 


150 


atttcaggga 


gacactccat 


cacagtcact 


actgtcgcct 


cagctgggaa 


200 


cattggggag 


gatggaatcc 


tgagctgcac 


ttttgaacct 


gacatcaaac 


250 


tttctgatat 


cgtgatacaa 


tggctgaagg 


aaggtgtttt 


aggcttggtc 


300 


catgagttca 


aagaaggcaa 


agatgagctg 


tcggagcagg 


atgaaatgtt 


350 


cagaggccgg 


acagcagtgt 


ttgctgatca 


agtgatagtt 


ggcaatgcct 


400 


ctttgcggct 


gaaaaacgtg 


caactcacag 


atgctggcac 


ctacaaatgt 


450 


tatatcatca 


cttctaaagg 


caaggggaat 


gctaaccttg 


agtataaaac 


500 


tggagccttc 


agcatgccgg 


aagtgaatgt 


ggactataat 


gccagctcag 


550 


agaccttgcg 


gtgtgaggct 


ccccgatggt 


tcccccagcc 


cacagtggtc 


600 


tgggcatccc 


aagttgacca 


gggagccaac 


ttctcggaag 


tctccaatac 


650 


cagctttgag 


ctgaactctg 


agaatgtgac 


catgaaggtt 


gtgtctgtgc 


700 


tctacaatgt 


tacgatcaac 


aacacatact 


cctgtatgat 


tgaaaatgac 


750 



attgccaaag 


caacagggga 


tatcaaagtg 


acagaatcgg 


agatcaaaag 


800 


gcggagtcac 


ctacagctgc 


taaactcaaa 


ggcttctctg 


tgtgtctctt 


850 


ctttctttgc 


catcagctgg 


gcacttctgc 


ctctcagccc 


ttacctgatg 


900 


ctaaaataat 


gtgccttggc 


cacaaaaaag 


catgcaaagt 


cattgttaca 


950 


acagggatct 


acagaactat 


ttcaccacca 


gatatgacct 


agttttatat 


1000 


ttctgggagg 


aaatgaattc 


atatctagaa 


gtctggagtg 


agcaaacaag 


1050 


agcaagaaac 


aaaaagaagc 


caaaagcaga 


aggctccaat 


atgaacaaga 


1100 


taaatctatc 


ttcaaagaca 


tattagaagt 


tgggaaaata 


attcatgtga 


1150 


actagacaag 


tgtgttaaga 


gtgataagta 


aaatgcacgt 


ggagacaagt 


1200 


gcatccccag 


atctcaggga 


cctccccctg 


cctgtcacct 


ggggagtgag 


1250 


aggacaggat 


agtgcatgtt 


ctttgtctct 


gaatttttag 


ttatatgtgc 


1300 


tgtaatgttg 


ctctgaggaa 


gcccctggaa 


agtctatccc 


aacatatcca 


1350 


catcttatat 


tccacaaatt 


aagctgtagt 


atgtacccta 


agacgctgct 


1400 


aattgactgc 


cacttcgcaa 


ctcaggggcg 


gctgcatttt 


agtaatgggt 


1450 


a a. a. i^y ci i— 


art* ttttata 
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acttctcttc 


1500 


ccaactgaca 


aatgccaaag 


ttgagaaaaa 


tgatcataat 


tttagcataa 


1550 


acagagcagt 


cggggacacc 


gattttataa 


ataaactgag 


caccttcttt 


1600 


ttaaacaaaa 


aaaaaaaaaa 


aaaaaaaaaa 


aaaaaaaaaa 


aaaaaaaaaa 


1650 



aaaaaaaa 1658 

<210> 5 
<211> 201 
<212> PRT 
<213> Homo Sapien 

<400> 5 

Met Thr Leu Arg Pro Ser Leu Leu Pro Leu His Leu Leu Leu Leu 
15 10 15 

Leu Leu Leu Ser Ala Ala Val Cys Arg Ala Glu Ala Gly Leu Glu 
20 25 30 

Thr Glu Ser Pro Val Arg Thr Leu Gin Val Glu Thr Leu Val Glu 
35 40 45 

Pro Pro Glu Pro Cys Ala Glu Pro Ala Ala Phe Gly Asp Thr Leu 
50 55 60 

His lie His Tyr Thr Gly Ser Leu Val Asp Gly Arg lie lie Asp 
65 70 75 



7 



Thr Ser Leu Thr Arg Asp Pro Leu Val lie Glu Leu Gly Gin Lys 

80 85 90 

Gin Val lie Pro Gly Leu Glu Gin Ser Leu Leu Asp Met Cys Val 

95 100 105 

Gly Glu Lys Arg Arg Ala lie lie Pro Ser His Leu Ala Tyr Gly 

110 115 120 

Lys Arg Gly Phe Pro Pro Ser Val Pro Ala Asp Ala Val Val Gin 

125 130 135 

Tyr Asp Val Glu Leu lie Ala Leu lie Arg Ala Asn Tyr Trp Leu 

140 145 150 

Lys Leu Val Lys Gly lie Leu Pro Leu Val Gly Met Ala Met Val 

155 160 165 

Pro Ala Leu Leu Gly Leu lie Gly Tyr His Leu Tyr Arg Lys Ala 

170 175 180 

Asn Arg Pro Lys Val Ser Lys Lys Lys Leu Lys Glu Glu Lys Arg 

185 190 195 

Asn Lys Ser Lys Lys Lys 
200 

<210> 6 

<211> 239 

<212> PRT 

<213> Homo Sapien 

<400> 6 

Met Ala Ser Thr Ala Val Gin Leu Leu Gly Phe Leu Leu Ser Phe 

15 10 15 

Leu Gly Met Val Gly Thr Leu lie Thr Thr lie Leu Pro His Trp 

20 25 30 

Arg Arg Thr Ala His Val Gly Thr Asn lie Leu Thr Ala Val Ser 

35 40 45 

Tyr Leu Lys Gly Leu Trp Met Glu Cys Val Trp His Ser Thr Gly 

50 55 60 

lie Tyr Gin Cys Gin lie Tyr Arg Ser Leu Leu Ala Leu Pro Gin 

65 70 75 

Asp Leu Gin Ala Ala Arg Ala Leu Met Val lie Ser Cys Leu Leu 

80 85 90 

Ser Gly He Ala Cys Ala Cys Ala Val He Gly Met Lys Cys Thr 

95 100 105 

Arg Cys Ala Lys Gly Thr Pro Ala Lys Thr Thr Phe Ala He Leu 

110 115 120 

Gly Gly Thr Leu Phe He Leu Ala Gly Leu Leu Cys Met Val Ala 



8 



125 130 135 

Val Ser Trp Thr Thr Asn Asp Val Val Gin Asn Phe Tyr Asn Pro 
140 145 150 

Leu Leu Pro Ser Gly Met Lys Phe Glu lie Gly Gin Ala Leu Tyr 
155 160 165 

Leu Gly Phe lie Ser Ser Ser Leu Ser Leu lie Gly Gly Thr Leu 
170 175 180 

Leu Cys Leu Ser Cys Gin Asp Glu Ala Pro Tyr Arg Pro Tyr Gin 
185 190 195 

Ala Pro Pro Arg Ala Thr Thr Thr Thr Ala Asn Thr Ala Pro Ala 
200 205 210 

Tyr Gin Pro Pro Ala Ala Tyr Lys Asp Asn Arg Ala Pro Ser Val 
215 220 225 

Thr Ser Ala Thr His Ser Gly Tyr Arg Leu Asn Asp Tyr Val 
230 235 

<210> 7 

<211> 1029 

<212> PRT 

<213> Homo Sapien 

<400> 7 

Met His lie Leu Val Val His Ala Met Val lie Leu Leu Thr Leu 
15 10 15 

Gly Pro Pro Arg Ala Asp Asp Ser Glu Phe Gin Ala Leu Leu Asp 
20 25 30 

lie Trp Phe Pro Glu Glu Lys Pro Leu Pro Thr Ala Phe Leu Val 
35 40 45 

Asp Thr Ser Glu Glu Ala Leu Leu Leu Pro Asp Trp Leu Lys Leu 
50 55 60 

Arg Met lie Arg Ser Glu Val Leu Arg Leu Val Asp Ala Ala Leu 
65 70 75 

Gin Asp Leu Glu Pro Gin Gin Leu Leu Leu Phe Val Gin Ser Phe 
80 85 90 

Gly lie Pro Val Ser Ser Met Ser Lys Leu Leu Gin Phe Leu Asp 
95 100 105 

Gin Ala Val Ala His Asp Pro Gin Thr Leu Glu Gin Asn lie Met 
110 115 120 

Asp Lys Asn Tyr Met Ala His Leu Val Glu Val Gin His Glu Arg 
125 130 135 

Gly Ala Ser Gly Gly Gin Thr Phe His Ser Leu Leu Thr Ala Ser 
140 145 150 
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Leu Pro Pro Arg Arg Asp Ser Thr Glu Ala Pro Lys Pro Lys Ser 
155 160 165 



Ser Pro Glu Gin Pro lie Gly Gin Gly Arg lie Arg Val Gly Thr 
170 175 180 

Gin Leu Arg Val Leu Gly Pro Glu Asp Asp Leu Ala Gly Met Phe 
185 190 195 

Leu Gin lie Phe Pro Leu Ser Pro Asp Pro Arg Trp Gin Ser Ser 
200 205 210 

Ser Pro Arg Pro Val Ala Leu Ala Leu Gin Gin Ala Leu Gly Gin 
215 220 225 

Glu Leu Ala Arg Val Val Gin Gly Ser Pro Glu Val Pro Gly He 
230 235 240 

Thr Val Arg Val Leu Gin Ala Leu Ala Thr Leu Leu Ser Ser Pro 
245 250 255 

His Gly Gly Ala Leu Val Met Ser Met His Arg Ser His Phe Leu 
260 265 270 

Ala Cys Pro Leu Leu Arg Gin Leu Cys Gin Tyr Gin Arg Cys Val 
275 280 285 

Pro Gin Asp Thr Gly Phe Ser Ser Leu Phe Leu Lys Val Leu Leu 
290 295 300 

Gin Met Leu Gin Trp Leu Asp Ser Pro Gly Val Glu Gly Gly Pro 
305 310 315 

Leu Arg Ala Gin Leu Arg Met Leu Ala Ser Gin Ala Ser Ala Gly 
320 325 330 

Arg Arg Leu Ser Asp Val Arg Gly Gly Leu Leu Arg Leu Ala Glu 
335 340 345 

Ala Leu Ala Phe Arg Gin Asp Leu Glu Val Val Ser Ser Thr Val 
350 355 360 

Arg Ala Val He Ala Thr Leu Arg Ser Gly Glu Gin Cys Ser Val 
365 370 375 

Glu Pro Asp Leu He Ser Lys Val Leu Gin Gly Leu He Glu Val 
380 385 390 

Arg Ser Pro His Leu Glu Glu Leu Leu Thr Ala Phe Phe Ser Ala 
395 400 405 

Thr Ala Asp Ala Ala Ser Pro Phe Pro Ala Cys Lys Pro Val Val 
410 415 420 

Val Val Ser Ser Leu Leu Leu Gin Glu Glu Glu Pro Leu Ala Gly 
425 430 435 



Gly Lys Pro Gly Ala Asp Gly Gly Ser Leu Glu Ala Val Arg Leu 



440 445 450 

Gly Pro Ser Ser Gly Leu Leu Val Asp Trp Leu Glu Met Leu Asp 
455 460 465 

Pro Glu Val Val Ser Ser Cys Pro Asp Leu Gin Leu Arg Leu Leu 
470 475 480 

Phe Ser Arg Arg Lys Gly Lys Gly Gin Ala Gin Val Pro Ser Phe 
485 490 495 

Arg Pro Tyr Leu Leu Thr Leu Phe Thr His Gin Ser Ser Trp Pro 
500 505 510 

Thr Leu His Gin Cys lie Arg Val Leu Leu Gly Lys Ser Arg Glu 
515 520 525 

Gin Arg Phe Asp Pro Ser Ala Ser Leu Asp Phe Leu Trp Ala Cys 
530 535 540 

lie His Val Pro Arg lie Trp Gin Gly Arg Asp Gin Arg Thr Pro 
545 550 555 

Gin Lys Arg Arg Glu Glu Leu Val Leu Arg Val Gin Gly Pro Glu 
560 565 570 

Leu lie Ser Leu Val Glu Leu lie Leu Ala Glu Ala Glu Thr Arg 
575 580 585 

Ser Gin Asp Gly Asp Thr Ala Ala Cys Ser Leu lie Gin Ala Arg 
590 595 600 

Leu Pro Leu Leu Leu Ser Cys Cys Cys Gly Asp Asp Glu Ser Val 
605 610 615 

Arg Lys Val Thr Glu His Leu Ser Gly Cys lie Gin Gin Trp Gly 
620 625 630 

Asp Ser Val Leu Gly Arg Arg Cys Arg Asp Leu Leu Leu Gin Leu 
635 640 645 

Tyr Leu Gin Arg Pro Glu Leu Arg Val Pro Val Pro Glu Val Leu 
650 655 660 

Leu His Ser Glu Gly Ala Ala Ser Ser Ser Val Cys Lys Leu Asp 
665 670 675 

Gly Leu lie His Arg Phe lie Thr Leu Leu Ala Asp Thr Ser Asp 
680 685 690 

Ser Arg Ala Leu Glu Asn Arg Gly Ala Asp Ala Ser Met Ala Cys 
695 700 705 

Arg Lys Leu Ala Val Ala His Pro Leu Leu Leu Leu Arg His Leu 
710 715 720 

Pro Met lie Ala Ala Leu Leu His Gly Arg Thr His Leu Asn Phe 
725 730 735 
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Gin Glu Phe Arg Gin Gin Asn His Leu Ser Cys Phe Leu His Val 
740 745 750 



Leu Gly Leu Leu Glu Leu Leu Gin Pro His Val Phe Arg Ser Glu 
755 760 765 

His Gin Gly Ala Leu Trp Asp Cys Leu Leu Ser Phe lie Arg Leu 
770 775 780 

Leu Leu Asn Tyr Arg Lys Ser Ser Arg His Leu Ala Ala Phe lie 
785 790 795 

Asn Lys Phe Val Gin Phe lie His Lys Tyr lie Thr Tyr Asn Ala 
800 805 810 

Pro Ala Ala lie Ser Phe Leu Gin Lys His Ala Asp Pro Leu His 
815 820 825 

Asp Leu Ser Phe Asp Asn Ser Asp Leu Val Met Leu Lys Ser Leu 
830 835 840 

Leu Ala Gly Leu Ser Leu Pro Ser Arg Asp Asp Arg Thr Asp Arg 
845 850 855 

Gly Leu Asp Glu Glu Gly Glu Glu Glu Ser Ser Ala Gly Ser Leu 
860 865 870 

Pro Leu Val Ser Val Ser Leu Phe Thr Pro Leu Thr Ala Ala Glu 
875 880 885 

Met Ala Pro Tyr Met Lys Arg Leu Ser Arg Gly Gin Thr Val Glu 
890 895 900 

Asp Leu Leu Glu Val Leu Ser Asp lie Asp Glu Met Ser Arg Arg 
905 910 915 

Arg Pro Glu lie Leu Ser Phe Phe Ser Thr Asn Leu Gin Arg Leu 
920 925 930 

Met Ser Ser Ala Glu Glu Cys Cys Arg Asn Leu Ala Phe Ser Leu 
935 940 945 

Ala Leu Arg Ser Met Gin Asn Ser Pro Ser lie Ala Ala Ala Phe 
950 955 960 

Leu Pro Thr Phe Met Tyr Cys Leu Gly Ser Gin Asp Phe Glu Val 
965 970 975 

Val Gin Thr Ala Leu Arg Asn Leu Pro Glu Tyr Ala Leu Leu Cys 
980 985 990 

Gin Glu His Ala Ala Val Leu Leu His Arg Ala Phe Leu Val Gly 
995 1000 1005 

Met Tyr Gly Gin Met Asp Pro Ser Ala Gin lie Ser Glu Ala Leu 
1010 1015 1020 

Arg He Leu His Met Glu Ala Val Met 
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1025 



;210> 8 

:211> 282 

;212> PRT 

:213> Homo Sapien 

:400> 8 

Met Ala Ser Leu Gly Gin lie Leu Phe Trp Ser lie lie Ser lie 
15 10 15 

He He He Leu Ala Gly Ala He Ala Leu He He Gly Phe Gly 
20 25 30 

He Ser Gly Arg His Ser He Thr Val Thr Thr Val Ala Ser Ala 
35 40 45 

Gly Asn He Gly Glu Asp Gly He Leu Ser Cys Thr Phe Glu Pro 
50 55 60 

Asp He Lys Leu Ser Asp He Val He Gin Trp Leu Lys Glu Gly 
65 70 75 

Val Leu Gly Leu Val His Glu Phe Lys Glu Gly Lys Asp Glu Leu 
80 85 90 

Ser Glu Gin Asp Glu Met Phe Arg Gly Arg Thr Ala Val Phe Ala 
95 100 105 

Asp Gin Val He Val Gly Asn Ala Ser Leu Arg Leu Lys Asn Val 
110 115 120 

Gin Leu Thr Asp Ala Gly Thr Tyr Lys Cys Tyr He He Thr Ser 
125 130 135 

Lys Gly Lys Gly Asn Ala Asn Leu Glu Tyr Lys Thr Gly Ala Phe 
140 145 150 

Ser Met Pro Glu Val Asn Val Asp Tyr Asn Ala Ser Ser Glu Thr 
155 160 165 

Leu Arg Cys Glu Ala Pro Arg Trp Phe Pro Gin Pro Thr Val Val 
170 175 180 

Trp Ala Ser Gin Val Asp Gin Gly Ala Asn Phe Ser Glu Val Ser 
185 190 195 

Asn Thr Ser Phe Glu Leu Asn Ser Glu Asn Val Thr Met Lys Val 
200 205 210 

Val Ser Val Leu Tyr Asn Val Thr He Asn Asn Thr Tyr Ser Cys 
215 220 225 

Met He Glu Asn Asp He Ala Lys Ala Thr Gly Asp He Lys Val 
230 235 240 

Thr Glu Ser Glu He Lys Arg Arg Ser His Leu Gin Leu Leu Asn 
245 250 255 
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Ser Lys Ala Ser Leu Cys Val Ser Ser Phe Phe Ala lie Ser Trp 
260 265 270 



Ala Leu Leu Pro Leu Ser Pro Tyr Leu Met Leu Lys 
275 280 
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